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data tracking tools, and data provenance tools. Using this software, we created a collabora-
tive repository, the Pittsburgh Genome Resource Repository (PGRR) that enabled investi-
gators at our institution to work with all TCGA data formats, and to interrogate these data
with analysis pipelines, and associated tools. WGS data are especially challenging for indi-
vidual investigators to use, due to issues with downloading, storage, and processing; hav-
ing locally accessible WGS BAM files has proven invaluable.

Conclusion

Our open-source, freely available TCGA Expedition software can be used to create a local
collaborative infrastructure for acquiring, managing, and analyzing TCGA data and other

large public datasets.
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Table 1. TCGA Expedition Modules and associated TCGA Datatypes managed.

TCGA Datatype Data Source |Level |File Type Repository Code Module
WGS_(cgHub) cgHub 1 Bam python script
+ BAMMetadataManager
WXS_(cgHub) cgHub 1 Bam python script
+ BAMMetadataManager
Protected_Mutations TCGA 2 Vcf ProtectedMutationsNoSplit
Protected_Mutations_ MAF TCGA 2 Maf MafModule
Somatic_Mutations TCGA 2 Maf MafModule
RNA-Seq_(cgHub) cgHub 1 bam, fastq python script
+ BAMMetadataManager
RNASeq TCGA 2 Vcf RNASegLevel2Module
RNASeq TCGA 3 Txt RNASeqgLevel3Module
RNASeqV2 TCGA 3 Txt RNASeqV2Level3Module
CNV_(CN_Array) TCGA 1 txt, mat CNAModule
TCGA 2 Txt CNAModule
TCGA 3 Txt CNAModule
CNV_(SNP_Array) TCGA 1 txt, cel CNVModule
TCGA 2 Txt CNVModule
TCGA 3 Txt CNVModule
Firebrowse |4 txt, pdf, png, hml, gistic, Rdata, bed, CN_Level4
properties
CNV_(Low_Pass_DNASeq) TCGA 2 Vcf ProtectedMutationsNoSplit
Expression_Exon TCGA 1 txt, cel ExpExonModule
TCGA 2 Txt ExpExonModule
TCGA 3 Txt ExpExonModule
Expression_Gene TCGA 1 txt, cel ExpGeneModule
TCGA 2 Txt ExpGeneModule
TCGA 3 Txt ExpGeneModule
Expression_Protein TCGA 0 Txt ExpProteinModule
TCGA 1 tif, txt ExpProteinModule
TCGA 2 Txt ExpProteinModule
TCGA 3 Txt ExpProteinModule
Georgetown | 4 tar.gz, tsv MassSpecModule
Bisulfite-Seq_(cgHub) cgHub 1 Bam python script
+ BAMMetadataManager
DNA_Methylation (array based) TCGA 1 idat, txt MethylModule
TCGA 2 Txt MethylModule
TCGA 3 Txt MethylModule
miRNA-Seq_(cgHub) cgHub 1 Bam python script
+ BAMMetadataManager
miRNASeq TCGA 3 Txt miRNASegModule
Fragment_Analysis_Result (microsatellite TCGA 1 txt, fsa MSIModule
instability)
Diagnostic_images TCGA 1 Svs ImageModule
Tissue_images TCGA 1 Svs ImageModule
Clinical (patient history and biospecimen) TCGA 2 Txt ClinicalModule

doi:10.131/journal.pon8165395.t001
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Fig 1. TCGA Expedition file name components.
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Fig 2. TCGA Expedition Directory Structure.
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